v. 

STIC-Biot ch/ChemLib 



from: 

Sent: 

To: 

Subject: 



Steadman, David (AU1652) 
Saturday, July 13, 2002 5:42 AM 
STIC-Biotech/ChemLib 
09/991,212 sequence search request 



NAME: David Steadman 
AU: 1652 
Date:07/13/02 
Office: 10D-04 
Mailbox: 10C-01 M3 
Case Serial #: 09/991,212 

Please search the following sequences in commercial databases: 

1) SEQ ID NO:l (polypeptide sequence) against nucleic acid databases. 

2) OLIGO search of SEQ ID NO:l (polypeptide sequence) against nucleic acid databases. 

3) SEQ ID NO:2 (polynucleotide sequence) against nucleic acid databases. 

3) OLIGO search of SEQ ID NO:2 (polynucleotide sequence) against nucleic acid databases. 
Please save search results to diskette. 

Thank you very much. Edward Hart 



David J. Steadman 
Art Unit 1652 

Crystal Mall 1 Room 10D-04 
703-308-3934 



Technicai Info. Specialist 
STIC/Biotech 
CMI 6B02 Tel: 305-9203 




Searcher: 
Phone: 
Location: 



NA Sequences: 
AA Sequences: 

Structures: 

Bibliographic: _ 

Litigation: 

Full text: 



TYPE OF SEARCH: 



VENDOR/COST (where applic.) 

> STN: i 

DIALOG: 

Questel/Orbit: 

DRLink: : 

Lexis/Nexis: i 




Clerical: 

Online time: 



Patent Family: 
Other: 



Other (specify): 




Pending Nucleic Acid and/or Pending Amino Acid database searches now generate two sets of 
results. These databases were split into to two parts to reduce the time needed to update the 
databases daily. The split freed up more machine time for processing searches. 

Searches run against the Nucleic Acid Pending database produce two sets of results, with the 
extensions, .rnpm and .rnpn 

Searches run against the Amino Acid Pending database produce two sets of results, with the 
extensions, .rapm and .rapn 

The Pending database search results should not be left in the case because they 
contain data that is confidential 



